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Customer information
Contact name:
Department / working group:
E-Mail address: Phone:

Project Information
Brief project description (please include hypothesis and research question)

< We welcome supplementary files on research background and preliminary results >

Technologies
Select one or more technologies of interest:
Single-cell / single nuclei multi-omics (10x Genomics)
sc/snRNA-seq (3'/5') [ scVDJ-seq (+scRNA-seq) [] SCATAC-seq []
Multiome kit (RNA + ATAC) [] CITE-seq & cell hashing []
Spatial transcriptomics

Visium HD [] Xenium []
Spatial Proteomics
MACSima [_] VS200- Evident []

Sample information
Cohort / sample size:

Species: Human [] Mouse [] Others:
Sample preparation:  Fresh [] Frozen [] Fixed [] FFPE []
Expected cell count per sample: >mio[] > 100k [] > 10k [] <10k [

Additional information

Expected timeline for data generation:

Costumer comments and remarks:

Bioinformatics
Our service includes NGS QC and basic analysis (e.g., cell sesgmentation and quantification), but
advanced bioinformatics is limited to specific projects, upon discussion with the BIC board.
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