
Total RNA 
(DNA free)

High quality RNA
RIN value ≥ 6.5

Low quality RNA
RIN value ≤ 6.5, but ≥ 3.5

To low quality RNA
RIN value ≤ 3.5

Quality control

mRNA enrichment
(Poly(A) tailed RNA

Input amount 10 ng – 1 µg
Sample volume ≤ 50 µl

rRNA depletion
(all RNA biotypes)

Input amount 10 ng – 1 µg
Sample volume ≤ 11 µl

Gene 
expression 

profiling 

Gene 
expression 

profiling 
structural 
variants

Gene 
expression 

profiling 

Gene 
expression 

profiling 
structural 
variants/ 
lncRNA / 
circ. RNA 

Small RNA 
Library Preparation

Input amount
100 ng – 1 µg

Sample volume ≤ 6 µl

Small RNA profiling

Standard: 
Kit: NEBNext Ultra RNA II directional and 8 Unique Dual 

Index Primer Pairs

Single 
read  

mode
72 cycles

25M reads 
per 

sample

Paired end 
mode
2x111 
cycles 
30 M 

reads per 
sample

Single 
read mode 
72 cycles

35M reads 
per 

sample

Paired end 
mode
2x111 
cycles 
40 M 

reads per 
sample

Single read  mode
72 cycles

10M reads per sample

Standard: 
Kit: NEBNext 

Multiplex Small RNA 
and Multiplex Oligos 

for Illumina

 other read length, sequencing depths and preparation kits available

Project design RNA Sequencing experiments

Standard RNA Sequencing experiments


